. VapC in Streptomyces sp. SCSIO 02999 belongs to the PIN domain (PilT N-terminal) superfamily. The secondary structure of VapC was predicted using the online PHYRE2 ( P r o t e i n H o m o l o g y / a n a l o gY R e c o g ni t i o n E ng i ne V 2 . 0 ) server [1] . The α-helices and β-sheets are Table S1 . Oligonucleotides used for plasmid construction site-directed mutagenesis (target mutated nucleotides are in red font and highlighted yellow) and DNA sequencing. If an enzymatic restriction site is included in the sequence, the enzyme restriction site is underlined. f indicates forward primer and r indicates reverse primer, while P indicates promoter.
Purpose/Name
Sequence (5′-3′) Plasmid construction
